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[Abstract] Objective To explore the difference of gut microbiota between anxiety patients and healthy

people, and the effects of flupentixol and melitracen tablets on gut microbiota in anxious patients.
Methods Six patients with anxiety who were treated in Zhejiang Provincial People’s Hospital Bijie Hospital
from January 2022 to June 2023 were selected as the study group.and six healthy adults were selected as the
control group. The Hamilton Anxiety Scale (HAMA) and Hospital Anxiety and Depression Scale (HAD)
scores were compared between the two groups. At the same time, the stool samples of the study group were
collected and divided into CK group(before treatment) and FPMLT group(after treatment) according to the
treatment time. The control group was given routine education, and stool samples were collected at the 4th
week as the CON group,and the stool samples were sequenced and analyzed. Results Before treatment, the
HAMD and HAD scores of the study group were (37.33=+2.94) and (28. 8342. 79) points,respectively. Af-
ter treatment,the HAMD and HAD scores of the study group were (12, 83+ 2, 93) and (12. 00+ 2. 61)

points,respectively, which were statistically significant compared with before treatment(P <C0. 05). The inde-
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xes of Sob,Ace,Chao,and Shannon in the CON group were significantly higher than those in the CK group,
and the Simpson index in the CK group was significantly higher than that in the CON group (P <0. 05). At
different taxonomic levels,the composition of the gut microbiota in the study group was significantly different
from that in the control group. After the intervention of flupentixol and melitracen tablets, the structure of the
gut microbiota in the study group was changed. The CK group features Bacilli and Enterococcaceae as charac-
teristic species,the CON group features Clostridia and Bacteroidota as characteristic species,and the FPMLT
group features Lactobacillaceae, Streptococcaceae,and Blautia as characteristic species. Conclusion There are

certain differences in gut microbiota between anxious and healthy populations,and flupentixide and melitracen

tablets can cause changes in gut microbiota while treating anxiety. Moreover, Blautia and s_unclassified_g_

Blautia may be potential key species.
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