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[Abstract] Gap junction protein B4 (GJB4) plays a key role in tumor biology.,especially in the regulation
of tumor cell communication, proliferation, migration and invasion. The abnormal expression of GJB4 encoded
protein is closely related to the malignant degree of tumor,and can be used as a potential biomarker for diag-
nosis and prognosis evaluation. In addition, the regulatory mechanism of GJB4 involves a variety of signaling
pathways,and its activation or inhibition can significantly affect the biological behavior of tumor cells. This ar-
ticle reviews the structure and function of GJB4 encoded protein,the correlation between GJB4 and non tumor
diseases,the expression pattern of G]JB4 in different types of tumors and its clinical significance.
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